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Structural Features

The gene product of At2g37210.1 from Arabidopsis thaliana is a “conserved” “hypothetical” protein belonging to a
populous sequence family found in eukaryotes and simpler organisms. It is annotated as a lysine decarboxylase.
At2g37210.1, along with other members of this sequence family share a highly conserved motif PGGXGTXXE
that is probably functionally important. In addition to a tight dimer of At2g37210.1, the crystallographic asymmetric
unit contains one magnesium ion, two sulfate ions, and 222 waters. The functional implications of the bound ions
are under consideration. The electron density figure above shows density for one of the two bound sulfates.
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% ldentity with Nearest PDB Structure at Time 1133 38% (49aa); 1YDH 63% (184aa)
Selected/Solved

Pfam Cluster Lysine_decarbox Pfam-B_957
Sequence Family Size 338
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